dehydrin - LEA group 2-like protein - Lophopyrum elongatum

>AAC05921 - 413 AA

mehqahgagekkgimekikeklpgghgdhkqtagthghagtathgapatggaygqeghtgttgtglhgad

amenikdklpgghgdhqqtagaygqqghtgtathgtpatggtygeqghtgvtgtgthdadtgekkgvmen

ikdklpgghgdhqqtggtyaqqghtgtathgtpagggtydyeqqghtgmtgtgthgtgekkgvmenikek

lpgghadhqqttgtygqqghvgtgthgtpatggaygqhehtgvtgtgthgtgekkgvmenikdklpgghg

dhqqtggtygqqahistgthdtpatgdtygqhghtgvtstgthgtgekkgvmenikeklpgghsdhqqtt

dtygqhghagvtgtethgttatggtygqqghtgttgtgthgtdgtgekkslmdkikdklpgqh 

====================================

> Nterm  AAC05921 Nterm

mehqahgagekkgimekikeklpgghgdhkqtagthghagtathgapatggaygqeghtg

ttgtglhgadamenikdklpgghgdhqqtagaygqqghtgtathgtpatggtygeqghtg

vtgtgthdadtgekkgvmenikdklpgghgdhqqtggtyaqqghtgtathgtpagggtyd

yeqqghtgmtgtgthgtgekkgvmenikek

> Cterm AAC05921 Cterm

lpgghadhqqttgtygqqghvgtgthgtpatggaygqhehtgvtgtgthgtgekkgvmen

ikdklpgghgdhqqtggtygqqahistgthdtpatgdtygqhghtgvtstgthgtgekkg

vmenikeklpgghsdhqqttdtygqhghagvtgtethgttatggtygqqghtgttgtgth

gtdgtgekkslmdkikdklpgqh

====================================

>Premier quart AAC05921 Nterm 104AA

mehqahgagekkgimekikeklpgghgdhkqtagthghagtathgapatggaygqeghtg

ttgtglhgadamenikdklpgghgdhqqtagaygqqghtgtath

>Deuxieme quart AAC05921 Nterm 106AA

gtpatggtygeqghtgvtgtgthdadtgekkgvmenikdklpgghgdhqqtggtyaqqgh

tgtathgtpagggtydyeqqghtgmtgtgthgtgekkgvmenikek

>Troisieme quart AAC05921 Cterm 102AA

lpgghadhqqttgtygqqghvgtgthgtpatggaygqhehtgvtgtgthgtgekkgvmen

ikdklpgghgdhqqtggtygqqahistgthdtpatgdtygqh

>Quatrieme quart AAC05921 Cterm 101AA

ghtgvtstgthgtgekkgvmenikeklpgghsdhqqttdtygqhghagvtgtethgttat

ggtygqqghtgttgtgthgtdgtgekkslmdkikdklpgqh

MOTIF COMMUN 25 AA :

[AT]GEKKG[IV]ME[KN]IK[ED]KLPGGH[GS]DH[KQ]QT

MOTIF COMMUN 30 AA :

GT[AE]THG[TP]A[TG]GG[TY]Y[GD]XXQ[QE][GE]HTGXGTG[TL]HG

====================================

TROIS AUTRES LEA "soeurs"

>AAC05922 - Lophopyrum elongatum

meyqgqqqhdqattnrvdeygnpvaghgvgtgmgahggvgtgaaagghfqptreehkaggilqrsgssss

sssseddgmggrrkkgikdkikeklpgghgdqqqtagtygqqghtgmagtggnygqpghtgmagtdgtge

kkgimdkikeklpgqh 

>AAC05923 - Lophopyrum elongatum

mehqghragtgekkgvvesiteklpvghgdhqqttggtygqqghagvtstgtgekkgvvenikeklpggh

gghqhttgmtgsethattatsdgnygqsghtgtdgtgenksimdkikdklpgqh 

>AAC05924 - Lophopyrum elongatum

mehqghgagenkgvvesiteklpgghgdhqqttgdtygqqahagvtgtgtgtgekkgvvenikeklpggh

gdhqhttgmtgsethattattdgnygksghtgidgtgenksimdkikdklpgqh 

====================================

THREADING PARTIE CENTRALE DE AAC05921

>Threading AAC05921 avec 1OAL

ggtygeqghtgvtgtgthdadtgekkgvmenikdklpgghgdhqqtggtyaqqghtgtat

hgtpagggtydyeqqghtgmtgtgthgtgekkgvmenikeklpgghadhqqttgtygqqg

hvgtgthgtpatggaygqhehtgvtg

>gi|28949101|pdb|1OAL|A Chain A, Active Site Copper And Zinc Ions Modulate The Quaternary Structure Of Prokaryotic Cu,Zn Superoxide Dismutase

QDLTVKMTDLQTGKPVGTIELSQNKYGVVFIPELADLTPGEHGFHIHQNGSCASSEKDGKVVLGGAAGGH

YDPEHTNKHGFPWTDDNHKGDLPALFVSANGLATNPVLAPRLTLKELKGHAIMIHAGGDNHSDMPKALGG

GGARVACGVIQ
