7 Séquences de GDH EC 1.4.1.2 de NON VIRIDIPLANTAE (27/05/03)

Toutes les séquences sont de longueur [411:470] A

(Fichiers : 1L1NonViri1412.cgi)
>gi|22777494|dbj|BAC13766.1| glutamate dehydrogenase [Oceanobacillus iheyensis HTE831]

MVADKAADSSNVNQENMDVLNTTQTIIKSALDKLGYPEEVFELLKEPMRILTVRIPVRMDDGNVKVFTGY

RAQHNDAVGPTKGGIRFHPNVTETEVKALSIWMSLKSGIVDLPYGGAKGGIICDPREMSFRELEALSRGY

VRAVSQIVGPTKDIPAPDVFTNSQIMAWMMDEYSKIDEFNNPGFITGKPIVLGGSHGRESATAKGVTIVL

NEAAKKKGIDIKGARVVIQGFGNAGSFLAKFLHDAGAKVVAISDAYGALYDPEGLDIDYLLDRRDSFGTV

TKLFNNTISNDALFELDCDIIVPAAVENQITRENAHNIKASIVVEAANGPTTMEATKILTERDILIVPDV

LASAGGVTVSYFEWVQNNQGFYWSEEEIDNKLHEIMIKSFNNIYNMSKTRRIDMRLAAYMVGVRKMAEAS

RFRGWV

>gi|28210980|ref|NP_781924.1| NAD-specific glutamate dehydrogenase [Clostridium tetani E88]

MNVEELNPFKNVQKIMKKICEDLNLNESVYELIKEPSRIVEVNIPVKMDNGSIKVFKGYRSQHNNSIGAT

KGGVRFHQGVNLDEVKALSIWMTLKCAIANLPFGGGKGGIIVDPKTLSKGELERLSRGYVEKLYEVLGED

LDIPAPDVNTNGEIIAWMADEYNKLSRQNAWGTFTGKPVELNGSKGRTEATGLGVAIVAREALKKLNRNI

ENSSVAVQGFGNVGSHAALCIENLGGKIVSVSEWDREKGFYAIYDEKGLNIKELISYFNENGTLLDFPRT

SKISEEEFWSLSVDVLVPAALENSINTNNANLINAKLVCEGANGPVTPAADEILEKKGIEVTPDILTNAG

GVIVSYFEWVQNLDNYYWNEKDVKTREEEFLVEGFNNVWFMKDKFNCTMRNAAYMYAINKLAKSMKARGW

Y

>gi|27886221|gb|EAA23508.1| NAD-specific glutamate dehydrogenase [Fusobacterium nucleatum subsp. vincentii ATCC 49256]

MSKETLNPLASGQQQVKKACDALGLDPAVYELLKEPQRIIEITIPVRMDDGSIKTFKGYRSAHNDAVGPF

KGGIRFHQNVNADEVKALSLWMSIKCQVTGIPYGGGKGGITVDPSELSQRELEQLSRGWVRGLWKYLGEK

VDVPAPDVNTNGQIMAWMQDEYNKLSGEQTIGVFTGKPLSYGGSQGRNEATGFGVAVTMREIFKALGKEL

KGATVAVQGFGNVGKYSVKNIMKLGGKVVAVAEFEKSKGAFAVYKEAGFTFEELEAAKAAGSLTKVAGSK

EISMDDFWALNVEAIAPCALENAIKEHEANLIKAGIICEGANGPITPEADEILYKKGTVVTPDVLTNAGG

VTVSYFEWVQNIYGYYWTEKEVEEKEERAMVDAFNPIWALKKEFDGKGQPISFRQATYMKSIKRIAEAMK

IRGWY

>gi|19703823|ref|NP_603385.1| NAD-specific glutamate dehydrogenase [Fusobacterium nucleatum subsp. nucleatum ATCC 25586]

MIIFCLLIFKEEFRMSKETLNPLESGQKQVKKACDALGLDPAVYELLKEPQRIIEITIPVKMDDGSIKTF

KGYRAAHNDAVGPFKGGIRFHQNVNSDEVKALSLWMSIKCQVTGIPYGGGKGGITVDPSELSQRELEQLS

RGWVRGMWKYLGEKVDVPAPDVNTNGQIMAWMQDEYNKLSGEQTIGVFTGKPLSYGGSQGRNEATGFGVA

VTMREAFKALGKNLKGATVAVQGFGNVGKFTVKNIMKLGGKVVAVAEFEKGKGAYAIYKDSGFTFEELEA

AKAAGSLTKVAGAKELSMDEFWALNVEAIAPCALENAITNHEAELIKAGIVCEGANGPITPEADEVLYKK

GIVVTPDVLTNAGGVTVSYFEWVQNIYGYYWTEKEVEEKEERAMVDAFTPIWALKKEFDGKGQPISFRQA

TYMKSIKRIAEAMKIRGWY

>gi|282476|pir||S28829 glutamate dehydrogenase (EC 1.4.1.2) - Clostridium difficile

MSGKDVNVFEMAQSQVKNACDKLGMEPAVYELLKEPMRVIEVSIPVKMDDGSIKTFKGFRSQHNDAVGPT

KGGIRFHQNVSRDEVKALSIWMTFKCSVTGIPYGGGKGGIIVDPSTLSQGELERLSRGYIDGIYKLIGEK

VDVPAPDVNTNGQIMSWMVDEYNKLTGQSSIGVITGKPVEFGGSLGRTAATGFGVAVTAREAAAKLGIDM

KKAKIAVQGIGNVGSYTVLNCEKLGGTVVAMAEWCKSEGSYAIYNENGLDGQAMLDYMKEHGNLLNFPGA

KRISLEEFWASDVDIVIPAALENSITKEVAESIKAKLVCEAANGPTTPEADEVFAERGIVLTPDILTNAG

GVTVSYFEWVQNLYGYYWSEEEVEQKEEIAMVKAFESIWKIKEEYNVTMREAAYMHSIKKVAEAMKLRGW

Y

>gi|79826|pir||A38168 glutamate dehydrogenase (EC 1.4.1.2) - Peptostreptococcus asaccharolyticus

MTDTLNPLVAAQEKVRIACEKLGCDPAVYELLKEPQRVIEISIPVKMDDGTVKVFKGWRSAHSSAVGPSK

GGVRFHPNVNMDEVKALSLWMTFKGGALGLPYGGGKGGICVDPAELSERELEQLSRGWVRGLYKYLGDRI

DIPAPDVNTNGQIMSWFVDEYVKLNGERMDIGTFTGKPVAFGGSEGRNEATGFGVAVVVRESAKRFGIKM

EDAKIAVQGFGNVGTFTVKNIERQGGKVCAIAEWDRNEGNYALYNENGIDFKELLAYKEANKTLIGFPGA

ERITDEEFWTKEYDIIVPAALENVITGERAKTINAKLVCEAANGPTTPEGDKVLTERGINLTPDILTNSG

GVLVSYYEWVQNQYGYYWTEAEVEEKQEADMMKAIKGVFAVADEYNVTLREAVYMYAIKSIDVAMKLRGW

Y

>gi|14588883|emb|CAC43018.1| NAD specific glutamate dehydrogenase [Haloferax mediterranei]

MQTSEPEGSSPNTAEAASQSSEPKPASESALETARRQLYRAADHLDIDPNVVERLKHPEAVHEVTVPIER

DDGSVSVYTGYRAQHDSVRGPYKGGLRYHPGVTRDECVGLRMWMTWKTEVRRDGPIFGGAKGGIAVNPKD

LTLDEKERLTRRFTQEIRTIIGPMKDIPAPDMGTDPQTMAWVMDAYSMQEGETVPGVVTGKPPIVGGSEG

RDTAPGRSVAIIAREAIDYLSWDIEDTTVAVQGFGSVGAPAARLLDDYGANVVAVSDVNGAIYDPDGLDT

HAIPTHEEEPEAVMTHDAPETFSNEELLELDVDVLIPAAVGNVLTAENADDVQANLIVEGANGPTTSAAD

ANFAERGVPVIPDILANAGGVTVSYFEWLQDINRRTWSLERVHDELETEMLNAWSVVRDEYESRDVPWRD

AAYIVALSRIAAAHDARGLWP

