6 Séquences de GDH EC NON spécifiée de VIRIDIPLANTAE (28/05/03)

Longueur [411:470] AA

(Fichier : 1L1ViriECnonSPE.cgi)
>gi|15240793|ref|NP_196361.1| glutamate dehydrogenase 2 [Arabidopsis thaliana]

MNALAATNRNFRHASRILGLDSKIERSLMIPFREIKVECTIPKDDGTLVSYIGFRVQHDNARGPMKGGIR

YHPEVDPDEVNALAQLMTWKTAVADIPYGGAKGGIGCSPRDLSLSELERLTRVFTQKIHDLIGIHTDVPA

PDMGTNAQTMAWILDEYSKFHGHSPAVVTGKPIDLGGSLGREAATGRGVVFATEALLAEYGKSIQGLTFV

IQGFGNVGTWAAKLIHEKGGKVVAVSDITGAIRNPEGIDINALIKHKDATGSLNDFNGGDAMNSDELLIH

ECDVLIPCALGGVLNKENAGDVKAKFIVEAANHPTDPDADEILSKKGVIILPDIYANAGGVTVSYFEWVQ

NIQGFMWEEEKVNLELQKYMTRAFHNIKTMCHTHSCNLRMGAFTLGVNRVARATQLRGWEA

>gi|28269441|gb|AAO37984.1| glutamate dehydrogenase [Oryza sativa (japonica cultivar-group)]

MNALAATSRNFKQAAKLLGLDSKLEKSLLIPFREIKVECTIPKDDGTLASYVGFRVQHDNARGPMKGGIR

YHHEVDPDEVNALAQLMTWKTAVANIPYGGAKGGIGCSPGDLSISELERLTRVFTQKIHDLIGIHTDVPA

PDMGTNSQTMAWILDEYSKFHGYSPAVVTGKPVDLGGSLGRDAATGRGVLFATEALLAEHGKGIAGQRFV

IQGFGNVGSWAAQLISEAGGKVIAISDVTGAVKNSNGLDIAKLMKHSSENRGIKGFDGGDAIDPRSLLTE

ECDVLIPAALGGVINKDNANEIKAKYIIEAANHPTDPEADEILSKKGVLILPDILANSGGVTVSYFEWVQ

NIQGFMWDEEKVNNELKTYMTRGFRDVKEMCRSHHCDLRMGAFTLGVNRVARATVLRGWEA

>gi|15054452|dbj|BAB62312.1| glutamate dehydrogenase [Ulva pertusa]

MFGALSKAVGSVCSRQGQAAVTGLGSVTGHQVRRAGHAENTNTFIREALAVLDLPPAMEKIVITPQREMT

VELIINRDDGKPESFMGYRVQHDNARGPFKGGLRFHKDADLDDVRSLASLMSFKTALLDVPFGGAKGGIT

VDTKALSEHEIEKLTRKFVQIFDEYSKFEGYSPGVVTGKPTWLHGSHGRESATGRGTVFGIKNMLQAFGE

GPPADKTFAIQGFGNVGAWAGRLLAEQGGIVKAVSDASGCVYDDGPSGIDVPKLLRHLHRGDDLSKYPHG

QQLLRDEIFDVKCDVFVPAALGGVITDPVARKISCKYIVEAANGPTTPSADLILRDRGIPVLPDIYTNAG

GVTVSFLEWVQNLQNFKWTTEQVNDQLKTRMDEAFQSMWDSSQEHGVPLRTGAFTVSLRRVVRATVNRGF

N

>gi|15054450|dbj|BAB62311.1| glutamate dhydrogenase [Ulva pertusa]

MFGALSKAVGSVCSRQGQAAVTGLGSVTGHQVRRAGHAENTNTFIREALAVLDLPPAMEKIVITPQREMT

VELIINRDDGKPESFMGYRVQHDNARGPFKGGLRFHKDADLDDVRSLASLMSFKTALLDVPFGGAKGGIT

VDTKALSEHEIEKLTRKFVQEIKDIIGPFRDIPAPDVGTDGRVMAWIFDEYSKFEGYSPGVVTGKPTWLH

GSHGRESATGRGTVFGIKNMLQAFGEGPPADKTFAIQGFGNVGAWAGRLLAEQGGIVKAVSDASGCVYDD

GPSGIDVPKLLRHLHRGDDLSKYPHGQQLLRDEIFDVKCDVFVPAALGGVITDPVARKISCKYIVEAANG

PTTPSADLILRDRGIPVLPDIYTNAGGVTVSFLEWVQNLQNFKWTTEQVNDQLKTRMDEAFQSMWDSSQE

HGVPLRTGAFTVSLRRVVRATVNRGFN

>gi|7431768|pir||T16982 glutamate dehydrogenase (EC 1.4.1.-) B - curled-leaved tobacco

MNALAATNRNFKLASRLLGLDSKLEQCLLIPFREIKVECTIPKDDGSLATFIGFRVQHDNARGPMKGGIR

YHPEVDPDEVNALAQLMTWKTRVANIPYGGAKGGIGCSPSDLSISELERLTRVFTQKIHDLIGVHTDVPA

PDMGTNPQTMAWILDEYSKFHGYSPAVVTGKPIDLGGSLGRDAATGRGVLFAAEALLRDHGKSIAGQRFV

VQGFGNVGSWAAQLITEQGGKIVAVSDITGAIKNKNGIDIASLLKHVKENRGVKGFHGADSIDPNSILVE

DCDVLIPAALGGVINRDNAKDIKAKFIVEAANHPTDPEADEILAKKGVVILPDIYANSGGVTVSYFEWVQ

NIQGFMWDEERVNTELKDYMNRGFKDVKDMCKTHNCDLRMGAFTLGVNRVARATTLRGWEA

>gi|15004984|dbj|BAB62170.1| glutamate dehydrogenase [Brassica napus]

MNALAATNRNFRHASRILGLDSKIEKSLMIPFREIKVECTIPKDDGTLVSYVGFRVQHDNARGPMKGGIR

YHPEVDPDEVNALAQLMTWKTAVADIPYGGAKGGIGCNPRDLSLSELERLTHVFTQKIHDLIGIHTDVPA

PDMGTNAQTMAWILDEYSKFHGHSPAVVTGKPIDLGGSLGREAATGRGVVYATEALLAEYGKSIKGLTFV

VQGFGNVGTWAAKLIHEKGGKVVAVSDITGAVRNPEGLDIDALLSHKEATGSLVDFSGGDAMDSNELLIH

ECDVLIPCALGGVLNKENAGDVKAKFIIEAANHPTDPDADEILSKKGVIILPDIYANAGGVTVSYFEWVQ

NIQGFMWEEEKVNLELQKYMTRAFHNIKSMCHTHSCNLRMGAFTLGVNRVARATQLRGWEA
