5 Séquences de GDH EC NON spécifiée de NON viridiplantae (30/05/03)

Longueur [503:558] AA

(Fichier : 1L2NonViriECnonSPE.cgi)
>gi|23306688|gb|AAN15276.1| glutamate dehydrogenase 1 [Bos taurus]

AAPQPGLVPPARRHYSEAAADREDDPNFFKMVEGFFDRGASIVEDKLVEDLKTRETEEQKRNRVRSILRI

IKPCNHVLSLSFPIRRDDGSWEVIEGYRAQHSQHRTPCKGGIRYSTDVSVDEVKALASLMTYKCAVVDVP

FGGAKAGVKINPKNYTDNELEKITRRFTMELAKKGFIGPGVDVPAPDMSTGEREMSWIADTYASTIGHYD

INAHACVTGKPISQGGIHGRISATGRGVFHGIENFINEASYMSILGMTPGFGDKTFVVQGFGNVGLHSMR

YLHRFGAKCIAVGESDGSIWNPDGIDPKELEDFKLQHGTILGFPKAKIYEGSILEVDCDILIPAASEKQL

TKSNAPRVKAKIIAEGANGPTTPEADKIFLERNIMVIPDLYLNAGGVTVSYFEWLNNLNHVSYGRLTFKY

ERDSNYHLLMSVQESLERKFGKHGGTIPIVPTAEFQDRISGASEKDIVHSGLAYTMERSARQIMRTAMKY

NLGLDLRTAAYVNAIEKVFRVYNEAGVTFT

>gi|31707|emb|CAA30521.1| GDH [Homo sapiens]

MYRYLGEALLLSRAGPAALGSASADSAALLGWARGQPAAAPQPGLALAARRHYSEAVADREDDPNFFKMV

EGFFDRGASIVEDKLVEDLRTRESEEQKRNRVRGILRIIKPCNHVLSLSFPIRRDDGSWEVIEGYRAQHS

QHRTPCKGGIRYSTDVSVDEVKALASLMTYKCAVVDVPFGGAKAGVKINPKNYTDNELEKITRRFTMELA

KKGFIGPGIDVPAPDMSTGEREMSWIADTYASTIGHYDINAHACVTGKPISQGGIHGRISATGRGVFHGI

ENFINEASYMSILGMTPGFGDKTFVVQGFGNVGLHSMRYLHRFGAKCIAVGESDGSIWNPDGIDPKELED

FKLQHGSILGFPKAKPYEGSILEADCDILIPAASEKQLTKSNAPRVKAKIIAEGANGPTTPEADKIFLER

NIMVIPDLYLNAGGVTVSYFEWLKNLNHVSYGRLTFKYERDSNYHLLMSVQESLERKFGKHGGTIPIVPT

AEFQDRISGASEKDIVHSGLAYTMERSARQIMRTAMKYNLGLDLRTAAYVNAIEKVFKVYNEAGVTFT

>gi|21666614|gb|AAM73777.1|AF427344_1 glutamate dehydrogenase 3 [Oncorhynchus mykiss]

MYRYFGELLSRGAGSALASGCVDSALPASASLMRVRQYSEQPDDPNFFRMVEGFFDRGAAIVEDKLVEDL

KSRETPEQKTKRVKGILRIIKPCNHVLSVSFPIKRDNGEWEVVEGYRAQHSQHRTPCKGGIRYSEEVSVD

EVKALASLMTYKCAVVDVPFGGAKAGVKINVKNYSDNELEKITRRFTIELAKKGFIGPGIDVPAPDMSTG

EREMSWIADTYANTIAHTDINAHACVTGKPISQGGIHGRISATGRGVFHGIENFINEASYMSMLGLNPGF

QDKTFIIQGFGNVGLHSMRYLHRYGAKCVGIAEYDGSIYNPEGIDPKQLEDYKLQHGTIVGFPGAQPYEG

SLLEAQCHILIPAASEKQLTRNNAHRIKAKIIAEGANGPTTPDADKIFLENKVMVIPDMYLNAGGVTVSY

FEWLKNLNHVSYGRLTFKYERDSNYHLLMSVQESLERKFGKQGGPIPIVPTXDFQARVAGASEKDIVHSG

LAYTMERSARQIMRTASKYNLGLDLRTAAYVNAIEKVFKVYNEAGITVT

>gi|21666610|gb|AAM73775.1|AF427342_1 glutamate dehydrogenase 1 [Oncorhynchus mykiss]

MYRYFGELLTRGASSALASGCVESALPVTASLMRVRHYSEVVGEKDADDPNFFKMVEGFFDRGANIVEDK

LVEDLKNKETPVQKRHRVRGILKIIKPCNHILSVSFPIKRDNGEWEVIEGYRAQHSQHRTPCKGGIRYST

EVSVDEVKALASLMTYKCAVVDVPFGGAKAGVKINVKNYTDNELEKITRRFTIELAKKGFIGPGIDVPAP

DMSTGEREMSWIADTYANTMGHHDINAHACVTGKPISQGGIHGRISATGRGVFHGIENFINEAAYMSQLG

LSPGFTDKTFVIQGFGNVGMHSMRYLHRFGAKCVGVGEMDGNIWNPNGIDPKELEDYKLQHGTIVGFPNS

TPYEGSILEADCDILIPAASEKQLTRNNAHKIKAKIIAEGANGPTTPDADKIFLERNIMVIPDMYLNAGG

VTVSYFEWLKNLNHVSYGRLTFKYERDSNYHLLMSVQESLERKFGKHGGAIPVVPTSEFQARIAGASEKD

IVHSGLAYTMERSARQIMRTANKYNLGLDLRTAAYVNAIEKVFKVYNEAGLTFT

>gi|56198|emb|CAA32202.1| glutamate dehydrogenase (AA 1-558) [Rattus norvegicus]

MYRRLGEVLLLSRAGPAALGSAAADSAALLGWARGQPSAVPQPGLTPVARRHYSEAATDREDDPNFFKMV

EGFFDRGASIVEDKLVEDLKTRENEEQKRNRVRGILRIIKPCNHVLSLSFPIRRDDGSWEVIEGYRAQHS

QHRTPCKGGIRYSTDVSVDEVKALASLMTYKCAVVDVPFGGAKAGVKINPKNYTDNELEKITRRFTMELA

KKGFIGPGIDVPAPDMSTGEREMSWIADTYASTIGHYDINAHACVTGKPISQGGIHGRISATGRGVFHGI

ENFINEASYMSILGMTPGLGDKTFVVQGFGNVGLHSMRYLHRFGAKCVGVGESDGSIWNPDGIDPKELED

FKLQHGSILGFPKAKVYEGSILEADCDILIPAASEKQLTKSNAPRVKAKIIAEGANGPTTPEADKIFLER

NIMVIPDLYLNAGGVTVSYFEWLKNLNHVSYGRLTFKYERDSNYHLLMSVQESLERKFGKHGGTIPVVPT

AEFQDRISGASEKDIVHSGLAYTMERSARQIMRTAMKYNLGLDLRTAAYVNAIEKVFKVYNEAGVTFT

