10 Séquences de GDH EC NON spécifiée de NON viridiplantae (30/05/03)

Longueur [789:1203] AA

(Fichier : 1L3NonViriECnonSPE.cgi)
>gi|6319986|ref|NP_010066.1| NAD-dependent glutamate dehydrogenase; Gdh2p [Saccharomyces cerevisiae]

MLFDNKNRGALNSLNTPDIASLSISSMSDYHVFDFPGKDLQREEVIDLLDQQGFIPDDLIEQEVDWFYNS

LGIDDLFFSRESPQLISNIIHSLYASKLDFFAKSKFNGIQPRLFSIKNKIITNDNHAIFMESNTGVSISD

SQQKNFKFASDAVGNDTLEHGKDTIKKNRIEMDDSCPPYELDSEIDDLFLDNKSQKNCRLVSFWAPESEL

KLTFVYESVYPNDDPAGVDISSQDLLKGDIESISDKTMYKVSSNENKKLYGLLLKLVKEREGPVIKTTRS

VENKDEIRLLVAYKRFTTKRYYSALNSLFHYYKLKPSKFYLESFNVKDDDIIIFSVYLNENQQLEDVLLH

DVEAALKQVEREASLLYAIPNNSFHEVYQRRQFSPKEAIYAHIGAIFINHFVNRLGSDYQNLLSQITIKR

NDTTLLEIVENLKRKLRNETLTQQTIINIMSKHYTIISKLYKNFAQIHYYHNSTKDMEKTLSFQRLEKVE

PFKNDQEFEAYLNKFIPNDSPDLLILKTLNIFNKSILKTNFFITRKVAISFRLDPSLVMTKFEYPETPYG

IFFVVGNTFKGFHIRFRDIARGGIRIVCSRNQDIYDLNSKNVIDENYQLASTQQRKNKDIPEGGSKGVIL

LNPGLVEHDQTFVAFSQYVDAMIDILINDPLKENYVNLLPKEEILFFGPDEGTAGFVDWATNHARVRNCP

WWKSFLTGKSPSLGGIPHDEYGMTSLGVRAYVNKIYETLNLTNSTVYKFQTGGPDGDLGSNEILLSSPNE

CYLAILDGSGVLCDPKGLDKDELCRLAHERKMISDFDTSKLSNNGFFVSVDAMDIMLPNGTIVANGTTFR

NTFHTQIFKFVDHVDIFVPCGGRPNSITLNNLHYFVDEKTGKCKIPYIVEGANLFITQPAKNALEEHGCI

LFKDASANKGGVTSSSMEVLASLALNDNDFVHKFIGDVSGERSALYKSYVVEVQSRIQKNAELEFGQLWN

LNQLNGTHISEISNQLSFTINKLNDDLVASQELWLNDLKLRNYLLLDKIIPKILIDVAGPQSVLENIPES

YLKVLLSSYLSSTFVYQNGIDVNIGKFLEFIGGLKREAEASA

>gi|27362081|gb|AAO10987.1|AE016805_244 NAD-specific glutamate dehydrogenase [Vibrio vulnificus CMCP6]

MTARENVVPVLLEKVYQLIQEKLELSHQPFVTKLAQHLFSNMSMDDLIQRNESDLYGAIISLWHHIQEKK

PDDVSVRVFNPTVSRHGWQSTHTIVEVVVPDSPFLVDSIKMALSRLDLNCHLMLNNPTQITRNEKGEVID

VNGLGGILQSLFHIEVDRLSKKDEMHKLKQELLDVLNDTRLVVNDWLLMVERLEQVTAQLEAQKSAVSMD

GERFDESIAFLRWLGDHNFTFMGYKEYDLVSVDGETELVPTKEKGLGLFAEESRVRSVKLSQLSDSARLE

AKKPSALIITKGNKASRIHRPAYNDYIGIKKFDAKGKVVGEHRFTGLYTSSVYNQTVSSIPLIREKVDRI

LDASGYRDGSYAFKALHNILENYPRDELIQAKEEELLEVGMGVVQMHDRDLLRLFVRKDPFGRFFSAMVY

VTRDRYNTELRRQTQRILKQYFGSEQEVEFTTYFSEGPLARTHYIVRVDNNNIDVDVKNIEQNLMEVSST

WDDRLKDSIIANFGESKGLPLSKEYMKAFPRSYKEAMMPGSAVDDIDRLEALSDDNKLGMLFYRPQELSA

DSKAVRLKLFHRDEPIHLSDVMPMLENLGLRVIGESPYEIHKTNGQTFWILDFSMLHKSDKVVDLSEARD

RFQQAFAAIWEGELESDGFNRLLLGASLTGREISILRAYARYMRQVGFPFSQQYIEDTLSHYPELAKGLV

DLFVKRFDPKHKGSEKGQHELINKITEQLESVDSLDDDRIIRRYMEMIVATVRTNYFQLDDQKQPKPWLS

LKLKPRDIPEISQPVPPFEIFLYAPDMKGVHFAWRKSGSWWFAVGQIAKKTSVQKCLAW

>gi|27362080|gb|AAO10986.1|AE016805_243 NAD-specific glutamate dehydrogenase [Vibrio vulnificus CMCP6]

MLGLVKAQQVKNTVIVPVGAKGGFVCKRQHTMTNRDEIFAEGQRCYKRFIRALLDVSDNIIEGEVIPPKS

VVRHDEDDPYLVVAADKGTATFSDLANSVSAEYNFWLGDAFASGGSNGYDHKAMGITAKGGWESVKRHFR

EMGIDCQTTDFTAIGVGDMAGDVFGNGMLLSKHIRLQAAFNHLHIFIDPNPDSASSWEERDRLFQLPRSS

WEDYNPKLISKGGGVFSRKAKSITLTPEIQKMLGTKKTSLAPNELIKMILKMDVDLLWNGGIGTYVKASS

ETHTDVGDRANDVLRIDGRDLNAKVVGEGGNLGMTQKGRIEYALKGGRVNTDFVDNVGGVDCSDNEVNIK

IFLNGLVSNGDMTVKQRNKILESMQDEVGDIVLDDAYRQSESISVTEQQGVSVVKEQIRFIHTMEKAGYL

DRVLENIPDDETLLEREKLGQGLTRPELAVLVAYGKMVLKEQLANDEIANDEFHGQQLIQYFPSELRNKF

ANQMSSHPLRAEIIATSLANQMVNEMGCNFVTRLQQETGASVVDIANAYSASREIYGLGEILAQTRELDN

IASADAQYEIMFHVRRMLRRVARWLLRNRSGKNTVSELIAKYQADVDVITHSLDNMLVVSEVEEHDELAE

SWICRGVEAKLASRVSRLTSLQSALDISSVARETNKTVEEAAKLYFNLGDRLSLHWFLKQINGQAVDNNW

QALARAAFREDLDWQQRLLTAQVLNCMQAESKGDVMEALETWMERNETSLHRWESILNEFKVGSVHEFAK

FSVALRELVLLNLNCSSNS

>gi|7492228|pir||T40931 nad-specific glutamate dehydrogenase - fission yeast  (Schizosaccharomyces pombe)

MYLTKQIPHYSRIHTTQLLTVVNHRTIPFKIRGSFSNCRRYSNFATVPLLERPFKNKSKHNTARASRPFS

TQKMLLTKSHPPNMYKDSVFFGYRPIVFSGKQDQKSKVIQCLRTERKTIPDDLVEDEVDRFYNKLGLDDY

YFQMEPVSIIADHIEIIYAAKIAAHASHAKEELNIHVKNENEDLAIYLDSSPVTQPELDQSSAVEESIST

RYLDPFKLTDPTAYRVESFTSVTNIDRTSTENSNIYTYFVTKCDFVDNPKKDASPDVPTDIASVSDKTFL

EKASDNTIEMYQDVMNSVLTRFGPVVRLFDYQGRSEIRLVVGYRRGSIFQYFPSLSKLFRYYGLHSTRTY

VEQFSNGVTIISYNFKPELFKNAAVTSINELFSQITREASLLYCLPSTDFQPLFVSEKLSIQEVTYAHCV

RIFCEHVMNKLGPEYSSLSAILDHSNNIHAEILETIKRRLSTLAFTRTKIHDTIMQYPGLVHTLFEQFYL

EHAINHNSTPHLHRAKSATSLADEASTYSITPMSATALMDLIQKTCTNEEDVSVMEMFVKFNTHLLKTNF

FQTTKVALSFRFDPSFLDSTQYKDPLYAMIMSIGNEFRGFHLRFRDVARGGIRLIKSANPEAFGLNARGL

FDENYNLAKTQMLKNKDIPEGGAKGVILLGKDCQDKPELAFMKYIDSIIDLLIVNKSQPLVDKLGKPEIL

FMGPDENTADLVNWATIHAHRRNAPWWKSFFTGKKPTMGGIPHDKYGMTSLSVRCYVEGIYKKLNITDPS

KLTKVQTGGPDGDLGSNEIKLSNEKYIAVIDGSGVLYDPAGLDRTELLRLADERKTIDHFDAGKLSPEGY

RVLVKDTNLKLPNGEIVRNGTIFRNTAHLRYKADTFVPCGGRPNAININNVEQLIDDHGRPAFKYLVEGA

NLFITQDAKSVLEKAGVIVIRDASANKGGVTSSSLEVLASLSFDDASFKENMCVHDGKVPTFYADYVNEV

KRIIQRNANLEFEAIWKGHSENKIPYTSLSNHLSTEIVKLDHDIYNYEKLWADVGFRNAVLRASIPKTLQ

AKIGLEKMLERIPESYLRAIFSTYLASRFVYQHVVSSDPFAFFDYISTEMKMLKDA

>gi|23485755|gb|EAA20557.1| glutamate dehydrogenase [Plasmodium yoelii yoelii]

MEKLHIVSWNVNGWKKSCEIIKKNGMSIESFLEKLDIDILCLQETKTNDDVIEYEPNVLNAHSDKYETYW

NCCIKKENSNKGNKGYSGLAIFVNKKIKTICSSRNPFKNFFFSIKDMSKYSFFVGKKYQIDKSAISFYLP

NDTKYISNLNELENNVNNFFGEGRLLITVHKQFILVNTYIPYSGYKYERLDYKMMFLHILRAKLIQLRIS

TGLPIILVGDFNISFRNLDVHFLSNYINLHDLLIKIDNFNLKENIKNKIRNALPIIIKTLENTENFIIKK

QKNTQNIESYHLFLSFNGNVKKVGSNFTSPEEIYFLFSLDPIYVDDKYSHLPKEYYFYLDNDFSELDIQT

DSRESNMSNIMSNAEKNNLKINLKIDAEKNNIVFFPNEGDINNNIRNKILNSKKILCKYEFKHCTINNKY

LVKKKNGIYLKCLNDIFVSLDIILTKENLINIGNNIGYTSPECCNDFINTLIDEDNMIELFSYLYPDMNG

KFTCWDTYKQNRLTNEGSRIDYIFIDNILFEMFIKKYNYLYDSPIILTKELQELLKCVKSEKDVTLNIYD

DKNGKKKIQNIDYDNALNKLSSNIDILNSITFNKLYANYFNNVKRKIKQIKPGKNNKNDKNDKGNNDKDE

DKDKDEDKDDRELFEFQFKIISYIGFIYTFPKLSDHIAVNCTFYFETDENEQENRKKFQICCSYYGISLN

KICTTIYQYTKYLPLFLISPQLFSVSSSKLLNCVHMHNKNCKGKLQNSQNYGYNFNKPLEHKIEEMKENV

ISKNKDQHEFLQAFEEVLTSLKPVFKKNIIYLGVLENISEPERVIQFRVPWINDNGEHKINRGFRVQYSS

VLGPYKGGLRFHPTVNLSVIKFLGFEQIFKNSLTTLPMGGGKGGSDFDPKGKSENEILRFCQSFMDNLFR

YIGPNTDIPAGDIGVGSREIGYLFGKYKKLKNKFEGVLTGKNIKWGGSNIRSEATGYGVAYFAENALSDM

NESLKNKTCIVSGSGNVAQYLVEKLIEKGAKVLTMSDSSGYILEPNGFTKEQLKDIMEIKNVKRERIKEY

LKYSKTAKFFENEKPWNVPCDIVFPCATQNEITENDADLLIKNNCKLLVEGANMPTHIKAMHKLKENKIL

ICPSKAANAGGVAVSGLEMSQNSMRLQWSSEETDQKLQKIMKNIYEQCCDASQKYTGETDLVAGANIAGF

LKVADSFIEQGGL

>gi|12666441|emb|CAC27837.1| NAD+ dependent glutamate dehydrogenase [Gibberella fujikuroi]

MLPSQTFPDYTDPYQESNMTAISANPVANVKATEASRGPSPQPTHFSVPLQNGNGGNGHRILRSATVGYI

APEFTGKPEQKKTVKSIISAAGFVPEPQIDEQIEWFYEKLGIDDVYFELETPDVISSHITSLYAAKVASF

AREDKQEEIRLDMEANDHAIYIDTSVAGKTNTAGPRYEERLEAKYIDHPGSSKYRVETFRSPAVVSPSSK

ATLRCYFVYQCQFATPPEETNPKETNLELIADNGFLRKATDNTKQIYQDIIELAVNRAGPVIEVFDIENT

DEKRMVVAFRSRTAQGLFSAFSDLYHYYGVTSSRKYFEQFSNGITVMSVYLRPASDTVETSGQFPSLEES

IDQISKEVSLLYCLPHNKFHNLFLDGQLSLQESVYAHSAWVFVQHFLNRLGPEYSTLAELLDVKNNAQQA

LLSNLKRRLRSETFTPEYIYEIIQNYPGLVRALYASFANIHLVKDQEDPVKVVSSSLSVEVLSDDALKDK

ISKNVNNEHDEMVLTAFRVFNNAILKTNYFTPTKVALSFRLDPSFLPEVEYPKPLYGMFLVISSESRGFH

LRFKDISRGGIRIVKSRNKEAYGINARSIFDENYGLASTQQRKNKDIPEGGSKGVILLDPKQQNRAREAF

EKYIDSILDLLLPAETPGIKNPIVDLYGKEEIIFMGPDENTAELVDWATEHARSRGAPWWKSFFTGKSPK

LGGIPHDTYGMTTLSVREYVKGIYRKLELDPSTIRKMQTGGPDGDLGSNEIKLGNEKYTAIVDGSGVLAD

PNGLDRDELLRLANGRKMIIEYDVSKLSPEGYRVLCDDVNITLPNGEVINNGTSFRNTFHLRDTGSVDLV

FVPCGGRPASIDLISVNRLIKDGKCIIPYLVEGANLFITQEAKLRFEAAGCILYKDASANKGGVTSSSLE

VLASLSFDDEGFVENMCHNAQGEAPQFYQDYVKQVQLKIQENARLEFEAIWREHEQTGLPRSILSDKLSV

AITDLDEKLQHSDLWDNEKIRRSVLQDALPRLLLEKIGLDTLIARIPDSYLRSIFGSYLASRFVYEFGSS

PSQFAFYDL

>gi|4584518|emb|CAB40797.1| NAD-specific glutamate dehydrogenase [Agaricus bisporus]

MSTPEPAYVARLGLNSKTPLNLVKNMPGYTTPVFKGKEEQRALVEEEVASKGFIPRELVAGEVNWFYSNL

GIDDTYFQNESHEVISDHILALFGAKIMAYTKHDPSTLVIDLERIDERGNSATFIHSSAPGLTSTEGPGA

TCEARIDELFLDPSTPEKAYRLETFRSAGSISATASQQLRCYFVTKCDFPKTKAEIVPGQTEIRSVSDSN

FLERATKNTLDIYQKVMSNVETRHGPVIEVYEVEGTRKRRLVIGYKMGATSRFFSALSNLYHFYSLYSTG

KYVEQFANGITIISIYLNPLPNSSAPPIENSIYQVMKEASLLFCLPDNPFFLPKSAESHAVQEATYAYCG

WVFAQHFCNRLGPAYLQLKNVLNESDPTHAEVLNNIKRRFREETFTRESIAQAIHAYPNLIRLLYVNFAM

SHYPQSAEASKLGPTLSYQRLQTVQPLSDEELYDKIRRSVPNKQELQVLESFLIFNKHVLKTNFYQSTKV

ALSFRLTPEFLPEVEYPKTPFGVFFVIGNEFRGFHIRFRDVARGGIRLVMSRNRENYSINQRMLFDENYN

LASTQSLKDQDIPEGGAKGTILPSLGAHPRRCFEKYVDAIIDLLIPGQTPGIKEPLVDLFGKPEILFFGP

DEGTAEMMDWAALHARDRGAETWWKSFTTGKTAATLGGVPHDTYGMTSRSIRQYVLGIYSKLGLREKDIT

KVQTGGPDGDLGSNEILLSSDKTVAIIDGSGVLHDPVGINRAELIKLAKARLTVGHFDVSKLSENGYLVK

VEQHDVKLPSGEIVLDGTDFRNTAHLRFKADLFVPCGGRPESVNISNMNALIDEDGKPYFKYVVEGANLF

FTQQARLHLEKRKVVLFKDSSTNKGGVTSSSLEVLAGLALSTEEYTNLMIFKDGKPSTFYQNYVKDIQAI

IVDNAAAEFQCLWKEHTRLGETKPRTQISDELSSTLNSLQAELEGSDLFDDEPSRRGVMRRAIPKTLVDE

IGLDTLLKRLPDAYQRALFSSYVAAHFIYKYGVNASSVDFFHFAKDLAK

>gi|4106519|gb|AAD02872.1| glutamate dehydrogenase [Trypanosoma brucei]

MMRRASYCAGHAFTSLTVVGSRRFFQGERCEAEIVKLTKERGMFSDASVEASVHQLMSRLSDSPYVRHYT

DAEVSAHAHGFLCAKARSALGEPFEHFHESDDSAFYICRKDQASQLRAVRQLTKFVSRERETKQSVSVRC

YTAGDSDIAVFTAKIRPFVNPNPEKGETDIGQLASSAFLEERSPEMQERYQDLINRFHESVVPVHTVREV

DGEVCFSMIMAADRSYYIATLQTVIQEIPGAVVTRCFSETFSNDTHVYTYFVRGATSQQLSDRASLVPFL

PTRPRSLITRLHEDMVFDTEQTVYTDAAVIRLLLTPQPTSEDYRHLRSLVSKEPNGLSRLNNLRTTLSLE

MMSERYILTLISTYPEFMKEIYEDFQVGTTHERRCAIREKITTRFREDQRSEHDLGIFNAFLQFNEVVLK

HNFFKQHKVALCFRLDPSFLRSLGYPRVPHGVFLLAGAQWRGFHVRFTDIARGAVRMIFSKDTMYRRNKR

SVFQENYNLALTQLLKNKDIPEGGSKGTILVSSRYLNTFNQPLCERIFLQYADALLDVVIPGEEGIVDRL

KTPEIIFLGPDEHTAGTFPSVGSLFSKKRGYSAWKSFTTGKDASLGGIPTTILIAMTTRSVRTMVRGVYE

KLGLDEASQTKFLTGGPDGDLGSNEILLSKEKTLAVLDISASLFDPEGLNKEELKRLATARKQLRDFDKS

KLSSKGFLVLTGDKNVTLPDGTHVSDGVSFRDEFHLTKYSAADVFVPCGGRPRSVTLANVGRFLNLSAAD

NDSLLAGGSIQLKTPKYKIIVEGANLFISQDARLAIERCGIVLIKDASANKGGVTSSSLEVYAGVALSDE

EHAQHMCVKDPNNVPEFYKKYVLDIIERIESNARREFEAIWREQQVQEGMPKTLIADSLSEKNVRVRASI

LSSDMCENKELVRYVLSNYTPKTLLEVVPLETLMERVPLEYQKAICAMWLASEYVYTTGISGNEFDFFTF

MTKHMEQAKHIS

>gi|945093|gb|AAB62735.1| glutamate dehydrogenase precursor

MMRHTVSRAVAQLGGRAFAVHHAVAAKTQLGVSSLSTQRCFASSNATSPPVSLDAIVQAVTAKAVFDKSI

TEPLTKTFVSGLEKSSYSRNFSQTQMIDHVQGLLTAEARFRTGDSFEYVHENSNTAFYICHNDPQKKLRM

LRKMARFVSLNQDPNLGSNTHHYVSEDRKFAIYIASIEPFVESGSGEEHVNPKSPALPTLSAARQMTEEQ

KKIIRGLLRRQLNSVFPVFHVEEVEKGHVSFTMATMVERTNYVASLLSIFQEIEGAEVMMSVSYSFSNGV

QVYGFEIRGAEVGQIEERASLVGLLPNRPFNAITRLHEAGALSCEETVFIDAAVIFAMYFTRRPTTDDDR

HLKAILSKEPNGVNRLNNLRSSLTQEVMSERYTGSVIALYPEFVKLIYEDFRLGSTPEGRGAIAEKITQR

LREDDGAEYDRTLFMSFLKFNEVIVKHNFCKTEKAALAFRLDPAFLKELEYPLVPHGIFLFAGGQWRGFH

IRFTDIARGGVRMILCKDRDYRKNKSSVFQENYNLAHTQLLKNKDIPEGGSKGTILVSSRYLNKFDEVRC

QHIFLQYVDALLDVIIPGEEGVVEALKSEEIIFLGPDENTAGTFPAAGALYSKGRGYKSWKSFTTGKDPE

LGGIPHDVYGMTSLCVRAYVTSIYEKLGLKESEMRKFQTGGPDGDLGSNEVLRSKKKMVGMVDISASLHD

PNGIDREELARLAHHRLPLREFSRSKLSPEGFLVLTEDHNVKLPDGTLVEDGSRLRNEFHFLKYSDADVF

VPCGGRPRSVTLENVGRFLKVPDADGASMMEGKYSNLSPEQLKFKIIVEGANLFISQDARVALEKCGVTL

IKDASANKGGVTSSSLEVSAGLCLSEEEHRKYMSAKSATDAPEFYKKYVKERLDRIEENAKLEFNAIWRE

WEKNPQQPKTFIADALSRKNVQIRANMLSSDIFQNRDLIRYVMDQYAPKTLKEVVPVDLMLKRVPENYQH

AICAMWLASRYVYQTGVDSNEFDFFRYMTEVYATVGKSAQ

>gi|432554|gb|AAB28355.1| NAD(+)-specific glutamate dehydrogenase; NAD-GDH [Neurospora crassa]

MDSPSAPVPAHKLVDRLKDQTPRHPSPQPTHVSYPKVNGNGHRVLRSATVGYVAPVFQGKAEQMKQVKNI

IVQGGWIPETLVDGQIAWFYNELGIDDVYFQLENPQAVANHITSLYAAKVAAFSREDKREEIRLDMEASD

HAIYIDTSEPGMTFDGPRYEHRLESKYLDGDDTSKRFRVETFRSPGVLGQKENSKAALRCYFVYQCLFVD

SNADPKETRLEVISDRMFLAKATKNTKQIYQDIIQVAVSRHGPVIEVFDIEGSEEMRLVVAFRSRTAKGI

FSALSDLYHYYGVTSSRKYVEQFSNGITVMSIYLRPAANIDGKHPPLEQSIHQITKEISLLYCLPQNKFH

NMFASGELSLQETIYAHCVWVFVQHFLNRLGTEYTSLIAALDPKNNSHVEILSKMKKRLRTETFTPDYIL

EIISSHPQLVRALYASFASVHLRVGSDYDRHLIAPTPVMEVLSDARLKEKITKDVSNEHEEMVMTAFRVF

NNAVLKTNFFTPTKVALSFRLNPSFLPEVEYPKPLYGMFLVITSESRGFHLRFKDIARGGIRIVKSRSKE

AYQINARNLFDENYGLASTQQRKNKDIPEGGSKGVILLDPKQQDRHREAFEKYIDSILDLLLKAETPGIK

NPIVDVYGKEEILFMGPDENTADLVDWAIEHARARGAPWWKSFFTGKSPRLGGIPHDSYGMTTLSVREYV

KGIYRKLDPSKIRKMQTGGPDGDLGSNEILLSNETYTAIVDGSGVLCDPNGIDKDELRRLAKARAMISNF

DIAKLSKDGYRVLCDDTNVTLPNGEVVHNGTAFRNTYHLRDNGITDMFVPCGGRPESIDLSSVNKLIKDG

KSTIPYIVEGANLFITQDAKLRLEEAGCIVYKDASANKGGVTSSSLEVLASLSFDDKGFVTHMCHDSRGN

APEFYQAYVKEVQNKIQDNARLEFEAIWREHEQTGLPRSVLSDKLSLAITSLDEDLQRSELWDNEKIRRS

VLADALPNLLINKIGLDTIIERVPDSYLRAIFGSYLASRFVYEFGSSPSQFAFYDFMTKRMGNINKE

